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Finding Experiment data:

Data for each experiment is contained in a separate excel file. See the file “experiment listing.xls” for an overview of all experiment data. To find the data for a specific experiment, note the experiment number (last column in “experiment listing.xls”, e.g. 1426 for the base case) and locate the excel file with the corresponding number in the folder “Experiment data” (i.e. “expL1426.xls”).

Structure of Experiment data:

Each data file has the following columns:

1. run#: always runs from 1 to 30

2. random seed: random seed used for pseudo-random number generator for the run

3. stopIter: length of the run in iterations

4. cumulCoopOwn: cumulative statistic for the % of behavior that is cooperation with same type

5. cumulDefOther: cumulative statistic for the % of behavior that is defection with different type

6. cumulEthnoBehav: cumulative statistic for the % of behavior that is either cooperation with own type or defection with other types

7. cumulMeetOwn: cumulative statistic for the % of interactions that occur between like-type agents

8. cumulTotCoop: cumulative statistic for the % of observed behaviors that are cooperative

9. last100CoopOwn: last100 statistic for the same measure as in column 3

10. last100DefOther: last100 statistic for the same measure as in column 4

11. last100EthnoBehav: last100 statistic for the same measure as in column 5

12. last100MeetOwn: last100 statistic for the same measure as in column 6

13. last100TotCoop: last100 statistic for the same measure as in column 7

14. last100-C,C: average count of “CC” genotypes (altruists) in the population during the last 100 iterations

15. last100-C,D: average count of “CD” genotypes (discrim. altruists) in the population in last 100 iterations

16. last100-D,C: average count of “DC” genotypes (out-group altr.) in population in the last 100 iterations

17. last100-D,D: average count of “DD” genotypes (egoists) in the population during the last 100 iterations

Note: All cumulative statistics represent population averages across an entire run. All “last100” statistics represent population averages across the last 100 iterations of a run.

